Figure 1. Examples of immunoblot patterns for
Porphyromonas species were isolated at the R. M. Alden ReImmunoblotting was performed with use of pooled human sera as the antibody source, as previously described [4] . This method search Laboratory (Santa Monica, CA), where specimens from 18 emergency departments at various locations in the United States has been used for typing and identifying both facultative [4] and anaerobic bacteria [5] . Performance and interpretation of immuwere sent as part of a multicenter study of infected dog and cat bite noblots were conducted by individuals blinded to results of other laboratory studies and to clinical data regarding the isolates. Isolates that differed by at least four major bands were considered to S99 CID 1997; 25 (Suppl 2) Immunoblots of Porphyromonas the basis of the immunoblots. The AP-PCR profiles of all isolates Many fastidious organisms that are part of the normal oral flora are difficult to identify or characterize with use of traditional methidentified as P. macacae and P. salivosa were identical.
ods. Veterinary isolates are usually not represented in the data There were 26 isolates of Porphyromonas species recovered bases of commercial systems. We could not fully characterize the from 54 specimens obtained from infected cat bite wounds and 14
Porphyromonas species recovered from infected cat and dog bite isolates recovered from 48 specimens obtained from infected dog wounds in humans by using conventional biochemical systems. bite wounds; the biochemical test results for these isolates have AP-PCR fingerprinting and immunoblotting both yielded distinct been reported [3] . Although most of these veterinary species of profiles for all type strains and clinical isolates, and the results Porphyromonas could be grouped on the basis of biochemical with these two systems were completely concordant. Although testing, P. cansulci and P. circumdentaria are biochemically inacimmunoblots do not produce bands as vivid as those produced by tive and could not be characterized with use of biochemical tests.
AP-PCR and therefore require time and expertise for interpretation, None of the biochemical systems was able to identify all species.
immunoblotting is relatively rapid and inexpensive and offers anIn addition, no differences in pigmentation were noted in the presother technique for identifying unusual bacteria. ent study, for which five different test media were used. We used AP-PCR profiles successfully to separate these species. Twenty- (n Å 10, four subgroups), P. canoris (n Å 6, two subgroups), 3 . Citron DM, Hunt-Gerardo S, Claros MC, Abrahamian F, Talan D, Goldstein EJC. Frequency of isolation of Porphyromonas species from infected P. cansulci (n Å 6, two subgroups), P. cangingivalis (n Å 4, three dog and cat bite wounds in humans and their characterization by biochemsubgroups), P. circumdentaria (n Å 3, homogenous), P. macacae ical tests and arbitrarily primed -polymerase chain reaction fingerprint-(n Å 1), and P. levii (n Å 1); the last two isolates were type strains. 
